Acinetobacter baumannii is frequently associated with nosocomial infections, and its increasing resistance to carbapenems may significantly reduce the choice of effective antibiotics (2). Since the first description of a carbapenem-hydrolyzing class D ␤-lactamase (CHDL), ARI-1 (renamed OXA-23), from a clinical isolate of A. baumannii in Scotland in 1995 (11), the corresponding bla OXA-23 gene has been detected in many A. baumannii clinical isolates worldwide (Brazil, Spain, Belgium, Singapore, Portugal, and France) and once in Proteus mirabilis in France (1). The bla OXA-23 gene can be plasmid or chromosome borne (12). Three main groups of oxacillinases (OXA-23, -40, and -58) possessing weak carbapenemase activity have been characterized for A. baumannii (6). All CHDL-positive isolates were found in hospital settings. In this report, we describe the first A. baumannii strain isolated in the environment and producing such acquired ␤-lactamase.
poorly expressed (10) . That species is rarely involved in human infections but is known to be present in the environment. Therefore, it is hypothesized that genetic exchanges between the two Acinetobacter species may lead to acquisition and expression of the bla (8) . Interestingly, Acinetobacter spp. have been previously used as an indicator of antimicrobial resistance in aquatic environments (13) . This may indicate the presence of some selective pressure in the Seine river, although environmental Acinetobacter sp. strains are usually of the wildtype phenotype of resistance.
Our study suggests that the ongoing spread of CHDL-producing A. baumannii is currently occurring simultaneously in different environments and seems not to be restricted to the hospital setting. Although it does not provide evidence for the direct transfer of resistance elements from the soil resistome to pathogenic bacteria, this finding emphasizes the importance of a survey of environmental strains that may act as a source and/or reservoir of resistance genes with clinical relevance, as exemplified by D'Costa et al. (5) . Additionally, Shewanella algae, which is a Gram-negative waterborne bacterial species, has been shown to be the source of plasmid-mediated quinolone resistance qnrA-like genes in the Enterobacteriaceae (3).
